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GWAS for “morning person”

Hu et al (2016) doi:10.1038/ncomms10448
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BRCA1 pedigree

Hall et al (1990) doi:10.1126/science.2270482
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Affected sib pairs
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Affected sib pairs
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Marshfield, Wisconsin
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Prostate cancer genome scan
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so happy 7



bit.ly/faxpic
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If it seems too good to be true,

it probably is.
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Prostate cancer pairs
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Prostate cancer pairs
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Prostate cancer pairs
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Prostate cancer genome scan – corrected
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